Adenovirus-2

35,937 base pairs
GenBank Accession #: NC_001405
Not currently available from NEB.

Adenovirus-2, one of several serotypes of human adenoviruses, not shown. Enzymes with unique restriction sites are shown in
has a linear, double-stranded DNA genome; the exact number of bold type and enzymes with two restriction sites are shown in
genes encoded is still unknown (1). Numbering of the genome regular type. Location of sites of all NEB restriction enzymes

sequence begins at the first (5°-most) base of the left end can be found on the NEB web site (choose Technical Reference

(bottom of diagram below).

The map shows the positions of all characterized open reading
frames (ORFs) larger than 200 codons; locations of introns are
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> DNA Sequences and Maps). Restriction site coordinates refer
to the position of the 5°-most base on the top strand in each
recognition sequence.

L5 (fiber protein)

pVIII (hexon-assoc. protein)

33K (virion morphogenesis-assoc. protein)

L5 (hexon assembly-assoc. protein)

‘ E2b (DNA-binding protein)

23 kDa (endopeptidase)
L4 (hexon protein)

pVI (hexon-assoc. protein)

pV (minor core protein)
L3 1 (penton protein)

Illa (peripentonal hexon-assoc. protein)

L1 (52/55 kDa protein)

E2b (terminal protein)
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‘ E2b (virion morphogenesis-assoc. protein)

E2b (DNA polymerase)

Elb 1 (transformation-assoc. protein)

Ela (32/26 kDa protein)
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