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pGPS1.1 and 2.1

pGPS1.1and pGPS2.1 are £. coli plasmids used as the therefore, after transformation of the GPS reaction, unreacted Sequence files available at www.neb.com
transposon (Transprimer) donors in the GPS-1 Genome Priming pGPS1.1 and pGPS2.1 are not recovered. See page 166 for ordering information.
System (NEB #E7100). TnsABC transposase removes the
Transprimer element from this plasmid and inserts it randomly

Enzymes with unique restriction sites are shown in bold type.

into a taraet DNA molecule in vit Restriction site coordinates refer to the position of the 5"-most Feature pGPS1.1  Coordinates Source
ntoa targe molecuie n vitro. base on the top strand in each recognition sequence. origin 678-369 R6K
pGPS1.1 and pGPS2.1 have identical backbones but different origin 1032-723 R6K

Open reading frame (ORF) coordinates are in the form

Transprlmers. pGPS1 A coptalns Transpnme( 1 (encodmg “translational start — translational stop” nurmbers refer to tet (Tc?) 1416-2606 pSC101
kanamycin resistance), while pGPS2.1 contains Transprimer-2 o . Tn7R 3093-3290 In7
. - : positions on the top (clockwise) strand, regardless of the Vot (KR g
(encoding chloramphenicol resistance) - -~ : aph(3)-la(Kn)  4460-3645 Tn903
’ direction of transcription and include the start and stop codons. Tn7L 4625-4791 7
I e L e e R6K-y origin coordinates include nucleotides -37 to +274, Transprimer-1 3093-4791 -
andllcoptalns wo tapden;;oprzgshof il RS!(_.Y orgin 4 numbered from the G of the HindlIII site. This is roughly from Feature pGPS2.1  Coordinates Source
fepiication COré region. Tis high-copy origin requires a the EcoRII to BglI1 sites of the R6K sequence (1). origin 678-369 R6K
replication initiation protein (the t protein, encoded by the oriin 1032723 REK
pirgene) not normally present in laboratory strains of £. colr; [et%TcR) 1416-2606 pSC101
Tn7R 3093-3290 Tn7
cat(Cm?) 4048-3389 m9
Tn7L 4301-4467 Tn7
Spelglcia Transprimer-2 3093-4467 -
I-Scel 4595
Swal 4586 Acc651 - Kpnl 1 ori = origin of replication

Dralll 4557
BsrDI 4531

PaeR7I - ThI - Xhol 4426
PspXI 4425

Cm = chloramphenicol, Kn = kanamycin
Tc = tetracycline

Mscl 102
Bsgl 308

Smal - TspMI - Xmal 4152
Sspl 4101

Pvul 4027
AsiSI 4026
BsmBI 4014

Enzymes that cut once in Transprimer-1

(pGPS1.1):

Acul BspDI I-Ceul Smal

Asel BspHI I-Scel Smll

AsiSI BsrDI MspAIl  Spel

Banll BstFI NotI SspI
BsaBl 1078 BbvCI BssSI Nrul Stul

pGPSl.l T Bglll Bsu36l  PaeR71  Swal
4814 b ' BsaWI Clal PAIMI Tlil
220 93 ; p BVl 1178 BsaXI  GviQl  Pmel  TspMI
tul

AatllLZealyi2o BsmBI  Dralll ~ PspXI Xhol

by 3360
BP‘::ell 3333 Lokl 528 BsmFI EgoNI Pyul Xmal
Bsud6l 3320 . Bsp12861 Hindlll  Rsal 1 0
1-Ceul 3307
Bmtl - Nhel 1559

Notl 3299
Acul 3252
SgrAl 1739

Bglil 3129
Sacl 3067
Sphl 1892
Begl 2038
BspMI - BfuAl 2393 EhAIR2082
BStAPI 2375 BseYl 2279
Sl ) Acc65I - Kpnl 1
1-Scel 4271
Swal 4262 Bsgl 308

Pvull 3932 Enzymes that cut once in Transprimer-2

(PGPS2.1):
Acll BsiEI Eagl Pmel
Acul BsmFI EcoRI Pvull
Apol Bsp12861  Fokl Scal
Avall BspCNI  Hinfl Spel
Banl BspEl  HpyCH4V Sspl

BsrDI 3818

Neol 3529
Sspl 3520

Scal 3415
Bmel5801 3363 Bglll BsrDI [-Ceul  StyI
Pmel 3333 LELTIAbIE Bmel580l BstFSI  [-Scel — Swal
Bsu361 3320 BsrBI 1174 Bpml BstUI Mscl Tatl(x)

I-Ceul 3307
Notl 3299
Acul 3252

Beivl 1178 Bpul0l ~ Bsu36l  Ncol TAI
Aatll - Zral 1253 BsaAl Btgl NotI TspRI
BssSI 1306 BsaWI BtsCL

Bglll 3129 . :
=@l 8 (x) = enzyme not available from NEB

Sacl 3067
sfcl 1468

BmtI - Nhel 1559

SgrAl 1739

Sphl 1892

BspMI - BfuAl 2393
EcoNI 1952

BStAPI 2375
Nrul 2302 My - Plel - NLBStNBI 1962
BseYl 2279 Begl 2038
PshAI 2042
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