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APPEN
D

IX

pBR322

GenBank Accession #: J01749 
See page 128 for ordering information.

 ZraI  4286 - AatII 4288

 AhdI  3366

 AlwNI  2889

 AseI  3538

 AvaI - BsoBI  1425

BamHI   375

 BsaAI  2227

 BsaBI  1672

 BsgI  1635

 BsmBI - Esp3I  2116

 BsmI  1359

 BspEI  1664

 BspMI - BfuAI  1054

 AccI  2245 - BstZ17I  2246 

 ClaI-BspDI  24

 EagI  939

 EcoNI  626

 ApoI - EcoRI  4359

 EcoRV  187

HindIII  29

 MscI  1446

 NdeI  2296

 NheI  229 - BmtI 233  

 NruI  974

 PciI - AflIII  2473

 PshAI  716

 PstI  3611

 PvuI  3736

 PvuII  2066

 SalI 651 - AccI 652 - HincII  653

 BspQI - SapI - EarI  2357

 ScaI  3846

 SgrAI  410

 SphI  566

 StyI  1369

 Tth111I - PflFI  2220

 BanII  475
 BanII  489

 BciVI  2676

 BciVI  4203

 BsrBI  2406

 BsrBI  4207

 BsaI - BsrDI  3427

 BsrDI  3601

 BstAPI  1051

 BstAPI  2297

 BtgI  528

 BtgI  1447

 BtsI  3766
 BtsI  3786

 DrdI  2168

 DrdI  2581

 EarI  4161

 HincII  3907

 PflMI  1321

 PflMI  1370

 PpuMI  1439

 PpuMI  1481

 XmnI  2033

 XmnI  3965

 SspI  4170

rop

Ap
R Tc R

ori

 BseYI  949

 BseYI  2777

AcuI  3021

AcuI  4033

 Bpu10I  1581

Feature Coordinates Source
tet (TcR) 86-1276 pSC101
bla (ApR) 4153-3293 Tn3
rop 1915-2106 pMB1
origin 3122-2534 pMB1

ori = origin of replication
Ap = ampicillin, Tc = tetracycline
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pBR322 is an E. coli plasmid cloning vector containing the 
origin of replication from pMB1 (a plasmid in the ColE1 com-
patibility group; 1–3). The rop gene product, which regulates 
plasmid replication by stabilizing the interaction between RNAI 
and RNAII transcripts, maintains the copy number at about 20 
per cell. However, pBR322 can be amplified with chlorampheni-
col or spectinomycin (4).

Enzymes with unique restriction sites are shown in bold type 
and enzymes with two restriction sites are shown in regular 
type. Coordinates indicate position of cutsite on the top 
strand. In previous catalogs, coordinates referred to the 
position of the 5´ most base on the top strand, please 
make note of new numbering system.

There are no restriction sites for the following 
enzymes: AbsI(x), Acc65I, AflII, AgeI, AjuI(x), 
AleI, AloI(x), ApaI, ArsI(x), AscI, AsiSI, AvrII, BaeI, 
BarI(x), BbvCI, BclI, BglII, BlpI, BmgBI, BplI(x), 
BsaXI, BseRI, BsiWI, BsrGI, BssHII, BstBI, BstEII, 
BstXI, Bsu36I, CspCI, DraIII, Eco53KI, FalI(x), FseI, 
HpaI, KflI(x), KpnI, MauBI(x), MfeI, MluI, MreI(x), 
MteI(x), NcoI, NotI, NsiI, PacI, PaeR7I, PaqCI, 
PasI(x), PmeI, PmlI, PsiI, PspOMI, PspXI, PsrI(x), 
RsrII, SacI, SacII, SbfI, SexAI, SfiI, SgrDI(x), SmaI, 
SnaBI, SpeI, SrfI, StuI, SwaI, TspMI, XbaI, XcmI, 
XhoI, XmaI

Open reading frame (ORF) coordinates are in the form "transla-
tional start – translational stop”; numbers refer to positions on 
the top (clockwise) strand, regardless of the direction of 
transcription and include the start and stop codons.

Origin of replication coordinates include the region from the 
-35 promoter sequence of the RNAII transcript to the RNA/
DNA switch point. bla (ApR) gene coordinates include the signal 
sequence.

(x) = enzyme not available from NEB

pBR322
4,361 bp

Restriction Maps

We recommend NEBcutter at  
NEBcutter.com to identify the 
restriction sites within your 
DNA sequence. NEBcutter 
indicates cut frequency and 
methylation-state sensitivity.


