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OX174

GenBank Accession #: NC_01422 OX174 is a small E. coli bacteriophage with a circular, single- Feature Description Coordinates
See page 169 for ordering information. stranded DNA genome coding for 11 proteins (1,2). Double- ori origin of plus strand replication ~ 4306
stranded forms of the molecule (RF | and RF 1) arise during DNA gene A RF replication 3981-136 (cw)
There are no restriction sites for the following replication. The DNA strand in the virion, termed the plus strand, gene A* shut off host DNA synthesis 4497-136 (cw)
) is shown below. Nucleotide numbering begins at the last G in the gene B capsid morphogenesis 5075-51 (cw)
enzymes: Aarl(x), Acc6s1, Acul, Afel, Agel, Alwl, - : )
AWNI Aval. Ascl. AsiSL Avel]. BamHL. Banll unique PstI site (...CTGCAG...). gene C DNAlmaluratlon . 133-393
, Apal, Ascl, , ) ) )
Bell, Bgll, Bglll, Blpl, BmgBl, Bmil, Bmtl, Enzymes with unique restriction sites are shown in bold type Gzl G TEEETEss e
Bsal, BsaXI, Bsgl, BsmBI, BspDI, BspEI, BstFI, and enzymes with two restriction sites are shown in regular type. IS E Ce”. IS ) 968649
BStGL, BstB, BStELL, Bstyl, BstZ171, Bsu361, Location of sites of all NEB restriction enzymes can be found on GaEl ETEC Lo
Clal, Dpnl, Dpnll, Eagl, EcoNI, Eco01091, the NEB web site (choose Technical Reference > DNA Sequences gene G EJLY sp|.ke prote!n ) Lol
ECoRI, EcoRY, Faul, Fsel, FspAL(x), HindIII, and Maps). Restriction site coordinates refer to the position Gsisl Ml OEE, A - 2260
[-Ceul, I-Scel, Kpnl, Mbol, Mscl, Nael, Neol, of the 5-most base on the top strand in each recognition gere.J pulis protem, DTAGEIRTETED 5 2l
Ndel, NgoMIV, Nhel, Notl, NsiL, Nspl, PI-Pspl, sequence. Gz WUy 2|
PI-Scel, Pacl, Pcil, PAIFT, Pmel, Pmll, PpuMI, Open reading frame (ORF) coordinates are in the form (cw ) = clockwise
PspOMI, PspXI, Pvul, Pvull, Rsrll, Sacl, Sall, "translational start — translational stop”; numbers refer to
S, S, ST, el Sl ol Sl positions on the top (clockwise) strand, regardless of the
ol s, Syl G, iyl Sl W) direction of transcription and include the start and stop codons.
TspMI, Tth1111, Xbal, Xeml, Xmal
(x) = enzyme not available from NEB
BssHII 5348 Pstl 5382
Begl 5326
BseYI 5279 Ecil 125
BseYI 5210 Fspl 155
Dralll 5183 Aval - BsoBI - PaeR7I - Tlil - Xhol 162
Drdl 5171 AfITTI - MluT 221
Avall - Sau96I 5042 BseRI 232
BtgZl 4898 Dral 327
BsaAl 4871 BsaBI 341
CspCI 4866 BsiWI 413
BstAPI 4781 BsrBI 530
Apall - Bme15801 4779 / BssSI 535
Eael 4757
BsiEl 4601 Asel 711
Stul 4486 BsaAl 826
BtgZl 4426 BStNI - PspGI 881
Nrul 4424 BStAPI 892
AIT 4413 Begl 967
BsmFI 4339 Sau96l 978
Asel 4308 BpuEl 987
Eael 4205 Sspl 1007
Earl 4143 KasI - Narl - Sfol 1019
Accl 1193
PAIMI 4095 BsmFl 1214
PIMI 3960 BseRI 1278
Mfel 3939 Dral 1406
BspQI - SapI 3745
BpuEl 3631 PshAl 1694
Accl 3545 AhdI 1760
BstNI - PspGI 3500
SexAT 3499 Ecil 1876
BssSI 3280
: M- MIlul 2146
Kasl - Narl - Sfol 2976 J BtsI 2203
AT 2914 Nrul 2260
Alel 2912 .
Sacll 2859 Rt
Ncil 2800 Bael 2581
BsiWI 2794 BsaBI 2716
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